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MiSeq i100 Series

Demultiplex Report

Run name
DRAGEN_LibraryQC_requeue

Library Rebalancing Stats
I Download CSV

Sample ID Index 1 Index 2

Sample1 TACTCATA CCTGTGGC
Sample2 CGTCTGCG TTCACAAT
Sample3 TCGATATC ACACGAGT
Sample4 CTAGCGCT GTGTAGAC

Demultiplex Stats ~ Top Unknown Barcodes Index Hopping Counts  Library Rebalancing

illumina DRAGEN Reports

#° DRAGEN

Created on
2025-02-17 03:09

Rebalanced Input

Reads % Reads Voliiia

Rebalancing Factor

7,896,538 0.2544% 1 5
7,005,661 0.2257% 11272 5.6358
7,756,899 0.2499% 1.018 5.09
7,507,949 0.2419% 1.0518 5.2588
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#&1:MiSeq 100 U—XTDS1TSU—QC

INSA—5— lllumina DNA PCR-Free Prep Ilumina DNA PCR-Free Prep TruSeq DNA Nano
F—hX—=23Y Beckman Coulter Biomek NGeniuS = Beckman Coulter Biomek NGeniuS Fa
45"/ \DNA Corielle FNA12878 Corielle FNA12878 Corielle FNA12878
DNA1VTv g 300 ng 300 ng 100 ng
FEITH— Illumina Set A UDI 1-24 Illumina Set B UDI 97-120 IDT for lllumina TruSeq UDI 1-24
O—F«VIBE 120 pM 120 pM 120 pM
SESES 91.59% 89.27% 91.43%
IKRATAIE5—=F 80.42% 77.20% 85.02%
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