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https://support.illumina.com/downloads/miseq-i100-series-product-documentation.html

MiSeq 100 Al2|=

H 1: MiSeq i100 Al2[=E O|&¢t 2}0|E2{2] QC Zt

mj2to|g lllumina DNA PCR-Free Prep
XS24 5 Beckman Coulter Biomek NGeniuS
gDNA Coriell Human NA12878

DNA A 300 ng
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lllumina DNA PCR-Free Prep TruSeq DNA Nano
Beckman Coulter Biomek NGeniuS =3
Coriell Human NA12878 Coriell Human NA12878
300 ng 100 ng
lllumina Set B UDI 97~1207H IDT for lllumina TruSeq UDI 1~2471

120 pM 120 pM
89.27% 91.43%
77.20% 85.02%
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